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<400> 1 
cactaacgct 


cttcctagtc cccgggccaa 


ctcggacagt ttgctcattt 


attgcaacgg 


60 


tcaaggctgg 


cttgtgccag aacggcgcgc 


gcgcgacgca cgcacacaca 


cggggggaaa 


120 


cttttttaaa 


aatgaaaggc tagaagagct 


cagcggcggc gcgggccgtg 


cgcgagggct 


180 


ccggagctga 


ctcgccgagg caggaaatcc 


ctccggtcgc gacgcccggc 


cccgctcggc 


240 


gcccgcgtgg 


gatggtgcag cgctcgccgc 


cgggcccgag agctgctgca 


ctgaaggccg 


300 


gcgacg atg gca gcg cgc ccg ctg ccc gtq tec ccc gcc cgc gcc etc 
Met Ala Ala Arg Pro Leu Pro Val Ser Pro Ala Arg Ala Leu 
15 10 


348 



ctg etc gcc ctg gcc gqt get ctg etc gcg ccc tgc gag gcc ega gqg 396 
Leu Leu Ala Leu Ala Gly Ala Leu Leu Ala Pro Cys Glu Ala Arg Gly 
15 20 25 30 
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gtq age tta tgg aac caa gqa aga get gat gaa gtt gtc agt gcc tct 
vaT Ser Leu Trp Asn Gin Gly Arg Ala Asp Glu val val Ser Ala Ser 
35 40 45 



gqa tat tct gat tea gca gtc agt etc age acg tgt tct gqt etc agg 
Gly Tyr Ser Asp Ser Ala val Ser Leu ser Thr Cys Ser Gly Leu Arg 
130 135 140 



444 



gtt egg agt ggg gac etc tgg ate cca gtq aag age tte gae tec aag 492 

Val Arg Ser Gly Asp Leu Trp lie Pro val Lys Ser Phe Asp Ser Lys 

50 55 60 

aat cat cca gaa gtq ctg aat att cga eta caa egg gaa age aaa gaa 540 

Asn His Pro Glu val Leu Asn lie Arg Leu Gin Arg Glu Ser Lys Glu 

65 70 75 

ctg ate ata aat ctg gaa aga aat gaa gat etc att gcc age agt tte 588 

Leu lie He Asn Leu Glu Arg Asn Glu Gly Leu lie Ala Ser Ser Phe 

80 85 90 

acg gaa ace cae tat ctg caa gae gqt act gat gtc tee etc get cga 636 

Thr Glu Thr His Tyr Leu Gin Asp Gly Thr Asp val Ser Leu Ala Arg 

95 100 105 110 

aat tac acg gta att ctg gqt cae tgt tac tac eat gqa eat gta egg 684 

Asn Tyr Thr val lie Leu Giy His Cys Tyr Tyr His Gly His val Arg 
115 120 125 



732 



gqa ett att gtq ttt gaa aat gaa age tat gtc tta gaa cca atg aaa 780 

Gly Leu lie val Phe Glu Asn Glu Ser Tyr val Leu Glu Pro Met Lys 

145 150 155 

agt gca acc aac aga tac aaa etc tte cca geg aag aag ctg aaa age 828 

Ser Ala Thr Asn Arg Tyr Lys Leu Phe Pro Ala Lys Lys Leu Lys Ser 

160 165 170 

gtc egg gqa tea tgt gqa tea cat cac aac aca cca aac etc get gca 876 

val Arg Gly ser Cys Gly Ser His His Asn Thr Pro Asn Leu Ala Ala 
175 180 185 190 

aag aat gtq ttt cca cca cec tct eag aca tgg gca aga agg eat aaa 924 

Lys Asn val Phe pro Pro Pro Ser Gin Thr Trp Ala Arg Arg His Lys 
195 200 205 

aga gag ace etc aag gca act aag tat gtq gag ctg gtq ate gtq gca 972 

Arg Glu Thr Leu Lys Ala Thr Lys Tyr val Glu Leu val lie val Ala 
210 215 220 

gae aac cga gag ttt eag agg caa gqa aaa gat ctg gaa aaa gtt aag 1020 

Asp Asn Arg Glu Phe Gin Arg Gin Gly Lys Asp Leu Glu Lys Val Lys 

225 230 235 

eag cga tta ata gag att get aat cae gtt gac aag ttt tac aga cca 1068 

Gin Arg Leu lie Glu lie Ala Asn His val Asp Lys Phe Tyr Arg Pro 

240 245 250 

ctg aac att egg ate gtq ttg gta gqe gtq gaa gtq tgg aat gac atg 1116 

Leu Asn lie Arg lie vaT Leu Val Gly Val Glu val Trp Asn Asp Met 
255 260 265 270 

gac aaa tgc tct gta agt eag gac cca tte acc age etc cat gaa ttt 1164 

Asp Lys Cys Ser val Ser Gin Asp Pro Phe Thr Ser Leu His Glu Phe 
275 280 285 

ctg gac tgg agg aag atg aag ett eta ect egc aaa tee cat gae aat 1212 

Leu Asp Trp Arg Lys Met Lys Leu Leu Pro Arg Lys Ser His Asp Asn 
290 295 300 
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gcg cag ctt gtc agt ggg gtt tat ttc caa ggg acc acc ate ggc atg 1260 
Ala Gin Leu Val Ser Gly Val Tyr Phe Gin Gly Thr Thr lie Gly Met 

305 310 315 

gcc cca ate atg age atg tge aeg gea gae eag tet ggg gga att gte 
Ala Pro lie Met Ser Met Cys Thr Ala Asp Gin ser Gly Gly lie val 
320 325 330 



ttt gtg gaa gaa gga gag gag tgt gac tgt ggg gag cca gag gaa tgt 
Phe val Glu Glu Gly Glu Glu Cys Asp Cys Gly Glu Pro Glu Glu Cys 
435 440 445 



ggg eae tea tgt eag gat gtg gac ggc tac tge tac aat ggc ate tge 
Gly His ser cys Gin Asp val Asp Gly Tyr Cys Tyr Asn Gly lie Cys 
515 520 525 



1308 



atg gae eat tea gae aat cce ctt ggt gea gcc gtg acc ctg gea cat 1356 

Met Asp His Ser Asp Asn Pro Leu Gly Ala Ala val Thr Leu Ala His 

335 340 345 350 

gag ctg ggc eae aat ttc ggg atg aat cat gac aca ctg gac agg ggc 1404 

Glu Leu Gly His Asn Phe Gly Met Asn His Asp Thr Leu Asp Arg Gly 
355 360 365 

tgt age tgt caa atg gcg gtt gag aaa gga ggc tge ate atg aae get 1452 

cys ser Cys Gin Met Ala Val Glu Lys Gly Gly Cys lie Met Asn Ala 
370 375 380 

tee ace ggg tac eca ttt cce atg gtg ttc age agt tge age agg aag 1500 

Ser Thr Gly Tyr Pro Phe Pro Met val Phe Ser ser Cys ser Arg Lys 
385 390 395 

gac ttg gag)acc age ctg gag aaa gga atg ggg gtg tge ctg ttt aac 1548 

Asp Leu Glu Thr ser Leu Glu Lys Gly Met Gly val Cys Leu Phe Asn 

400 405 410 

ctg ccg gaa gte agg gag tet ttc ggg ggc eag aag tgt ggg aae aga 1596 

Leu Pro Glu val Arg Glu ser Phe Gly Gly Gin Lys Cys Gly Asn Arg 

415 420 425 430 



1644 



atg aat ege tge tge aat gee ace acc tgt ace ctg aag ceg gac get 1692 

Met Asn Arg cys Cys Asn Ala Thr Thr Cys Thr Leu Lys Pro Asp Ala 

450 455 460 

gtg tge gea eat ggg ctg tge tgt gaa gae tge cag ctg aag cet gea 1740 

val Cys Ala His Gly Leu Cys cys Glu Asp Cys Gin Leu Lys Pro Ala 

465 470 475 

gga aca gcg tge agg gae tee age aac tec tgt gac etc cca gag ttc 1788 

Gly Thr Ala Cys Arg Asp ser Ser Asn Ser Cys Asp Leu Pro Glu Phe 

480 485 490 

tge aca ggg gee age cet cac tge cca gee aac gtg tac ctg eae gat 1836 

Cys Thr Gly Ala Ser Pro His Cys Pro Ala Asn val Tyr Leu His Asp 

495 500 505 510 



1884 



cag act eae gag cag cag tgt gte aca etc tgg gga cca ggt get aaa 1932 

Gin Thr His Glu Gin Gin Cys Val Thr Leu Trp Gly Pro Gly Ala Lys 
530 535 540 

cet gee cet ggg ate tge ttt gag aga gte aat tet gea ggt gat cet 1980 

Pro Ala Pro Gly lie Cys Phe Glu Arg val Asn ser Ala Gly Asp Pro 
545 550 555 

tat ggc aae tgt ggc aaa gtc teg aag agt tec ttt gcc aaa tge gag 2028 

Tyr Gly Asn Cys Gly Lys val Ser Lys Ser ser Phe Ala Lys cys Glu 
560 565 570 
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atg aga gat get aaa tgt gqa aaa ate cag tgt caa gqa gqt gcc age 
Met Arg Asp Ala Lys Cys Gly Lys lie Gin cys Gin Gly Gly Ala Ser 
575 580 585 590 



tgt gac aag ttt gqc ttt gqa gqa age aea gae age gqe eee ate egg 
cys Asp Lys Phe Gly Phe Gly Gly Ser Thr Asp Ser Gly Pro lie Arg 
690 695 700 



2076 



egg eea gte att gqt aee aat gee gtt tee ata gaa aea aae ate eee 2124 

Arg Pro val lie Gly Thr Asn Ala val Ser lie Glu Thr Asn lie Pro 

595 600 605 

etg eag eaa gqa gqe egg att etg tge egg gqg aee eae gtq tae ttg 2172 

Leu Gin Gin Gly Gly Arg lie Leu Cys Arg Gly Thr His val Tyr Leu 

610 615 620 

gqe gat gae atg eeg gae eea gqg ett gtq ett gea gqe aea aag tgt 2220 

Gly Asp Asp Met Pro Asp Pro Gly Leu val Leu Ala Gly Thr Lys cys 

625 630 635 

gea gat gqa aaa ate tge etg aat egt eaa tgt caa aat att agt gte 2268 

Ala Asp Gly Lys lie cys Leu Asn Arg Gin Cys Gin Asn lie Ser Val 

640 645 650 

ttt gqg gtt cae gag tgt gea atg cag tge eae gqc aga gqg gtq tge 2316 

Phe Gly val His Glu cys Ala Met Gin Cys His Gly Arg Gly val cys 

655 660 665 670 

aae aae agg aag aae tge cae tge gag gcc cae tgg gea cet eee ttc 2364 

Asn Asn Arg Lys Asn Cys His Cys Glu Ala His Trp Ala Pro Pro Phe 

675 680 685 



2412 



eaa gea gat aae eaa gqt tta aee ata gqa att etg gtq ace ate etg 2460 

Gin Ala Asp Asn Gin Gly Leu Thr lie Gly lie Leu val Thr lie Leu 
705 710 715 

tgt ett ett get gee gqa ttt gtq gtt tat etc aaa agg aag aee ttg 2508 

Cys Leu Leu Ala Ala Gly Phe val val Tyr Leu Lys Arg Lys Thr Leu 
720 725 730 

ata cga etg etg ttt aea aat aag aag aee acc att gaa aaa eta agg 2556 

lie Arg Leu Leu Phe Thr Asn Lys Lys Thr Thr lie Glu Lys Leu Arg 

735 740 745 750 

tgt gtq egc ect tec egg eea eee egt gqe ttc caa eee tgt eag get 2604 

Cys val Arg Pro ser Arg Pro Pro Arg Gly Phe Gin Pro Cys Gin Ala 
755 760 765 

eae etc gqe eae ett gqa aaa gqe etg atg agg aag eeg eea gat tec 2652 

His Leu Gly His Leu Gly Lys Gly Leu Met Arg Lys Pro Pro Asp Ser 
770 775 780 

tae eea eeg aag gac aat eee agg aga ttg etg eag tgt eag aat gtt 2700 

Tyr Pro Pro Lys Asp Asn Pro Arg Arg Leu Leu Gin Cys Gin Asn val 
785 790 795 

gae ate age aga eee etc aae gqe etg aat gte ect cag eee eag tea 2748 
Asp lie Ser Arg Pro Leu Asn Gly Leu Asn val Pro Gin Pro Gin Ser 
800 805 810 

act eag ega gtq ett eet eee etc eae egg gee eea egt gea ect age 2796 

Thr Gin Arg Val Leu Pro Pro Leu His Arg Ala Pro Arg Ala Pro Ser 

815 820 825 830 

gte eet gcc aga ccc etg eea gee aag eet gea ett agg cag gee cag 2844 
val Pro Ala Arg Pro Leu Pro Ala Lys Pro Ala Leu Arg Gin Ala Gin 
835 840 845 
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gqg acc tgt aag cca aac ccc cct cag aag cct ctg cct gca gat cct 2892 

Gly Thr Cys Lys Pro Asn Pro Pro Gin Lys Pro Leu Pro Ala Asp Pro 

850 855 860 

ctg gcc aga aca act egg etc act cat gcc ttg gcc agg acc cca gga 2940 

Leu Ala Arg Thr Thr Arg Leu Thr His Ala Leu Ala Arg Thr Pro Giy 

865 870 875 

caa tgg gag act gqg etc cgc ctg gca ccc etc aga cct get cca caa 2988 

Gin Trp Glu Thr Gly Leu Arg Leu Ala Pro Leu Arg Pro Ala Pro Gin 
880 885 890 

tat cca cac caa gtg ccc aga tec acc cae acc gcc tat att aag tga 3036 

Tyr Pro His Gin val Pro Arg Ser Thr His Thr Ala Tyr lie Lys 
895 900 905 
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gctgtccttt 


ctagagcact 


gccaccagta 


ggttatttag 


cttgggaaag 


gtggtgtttc 


3876 


tgtaagaaae 


ctaetgccca 


ggeaetgcaa 


accgccacct 


cectatactg 


cttggagctg 


3936 


agcaaatcac 


cacaaactgt 


aatacaatga 


tcctgtattc 


agacagatga 


ggactttcea 


3996 


tgggaccaca 


actattttca 


gatgtgaacc 


attaaccaga 


tctagtcaat 


caagtctgtt 


4056 


tactgeaagg 


ttcaacttat 


taacaattag 


gcagactctt 


tatgcttgca 


aaaactacaa 


4116 


ccaatggaat 


gtgatgttca 


tgggtatagt 


tcatgtctgc 


tateattatt 


cgtagatatt 


4176 


ggacaaagaa 


cettctctat 


ggggeateet 


etttttccaa 


ettggctgea 


ggaatcttta 


4236 


aaagatgctt 


ttaaeagagt 


ctgaaectat 


ttcttaaaca 


cttgeaaect 


acctgttgag 


4296 


cateaeagaa 


tgtgataagg 


aaateaaett 


gettatcaac 


tteetaaata 


ttatgagatg 


4356 


tggcttgggc 


agcateeeet 


tgaactctte 


aetetteaaa 


tgectgaeta 


gggageeatg 


4416 


tttcacaagg 


tetttaaagt 


gaetaatgge 


atgagaaata 


caaaaatact 


eagataaggt 


4476 


aaaatgecat 


gatgectctg 


tettctggae 


tggttttcac 


attagaagae 


aattgacaac 


4536 


agttacataa 


ttcactctga 


gtgttttatg 


agaaagcctt 
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cctatgcttt gaaacagaaa aatatgtacc aagaatcttg gtttgccttc cagaaaacaa 4656 

aactgcattt cactttcccg gtgttcccca ctgtatctag gcaacatagt attcatgact 4716 

atggataaac taaacacgtg acacaaacac acacaaaagg gaacccagct ctaatacatt 4776 

ccaactcgta tagcatgcat ctgtttattc tatagttatt aagttcttta aaatgtaaag 4836 

ccatgctgga aaataatact gctgagatac atacagaatt actgtaactg attacacttg 4896 

gtaattgtac taaagccaaa catatatata ctattaaaaa ggtttacaga attttatggt 4956 

gcattacgtg ggcattgtct ttttagatgc ccaaatcctt agatctggca tgttagccct 5016 

tcctccaatt ataagaggat atgaaccaaa aaaaaaaaaa aaaaaa 5062 

<210> 2 

<211> 909 

<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Ala Ala Arg Pro Leu Pro Val Ser Pro Ala Arg Ala Leu Leu Leu 
15 10 15 

Ala Leu Ala Gly Ala Leu Leu Ala Pro Cys Glu Ala Arg Gly val ser 
20 25 30 

Leu Trp Asn Gin Gly Arg Ala Asp Glu Val val Ser Ala Ser val Arg 
35 40 45 

Ser Gly Asp Leu Trp lie Pro val Lys Ser Phe Asp Ser Lys Asn His 
50 55 60 

Pro Glu val Leu Asn lie Arg Leu Gin Arg Glu Ser Lys Glu Leu lie 
65 70 75 80 

lie Asn Leu Glu Arg Asn Glu Gly Leu lie Ala Ser Ser Phe Thr Glu 
85 90 95 

Thr His Tyr Leu Gin Asp Gly Thr Asp Val Ser Leu Ala Arg Asn Tyr 
100 105 110 

Thr val lie Leu Gly His Cys Tyr Tyr His Gly His Val Arg Gly Tyr 
115 120 125 

Ser Asp ser Ala val Ser Leu ser Thr cys Ser Gly Leu Arg Gly Leu 
130 135 140 

lie val Phe Glu Asn Glu Ser Tyr Val Leu Glu Pro Met Lys Ser Ala 
145 150 155 160 
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Thr Asn Arg Tyr Lys Leu Phe Pro Ala Lys Lys Leu Lys Ser Val Arg 
165 170 175 

Gly Ser Cys Gly ser His His Asn Thr Pro Asn Leu Ala Ala Lys Asn 
180 185 190 

val Phe Pro Pro Pro Ser Gin Thr Trp Ala Arg Arg His Lys Arg Glu 
195 200 205 

Thr Leu Lys Ala Thr Lys Tyr val Glu Leu val lie val Ala Asp Asn 
210 215 220 

Arg Glu Phe Gin Arg Gin Gly Lys Asp Leu Glu Lys Val Lys Gin Arg 
225 230 235 240 

Leu lie Glu lie Ala Asn His val Asp Lys Phe Tyr Arg Pro Leu Asn 
245 250 255 

lie Arg lie val Leu val Gly Val Glu val Trp Asn Asp Met Asp Lys 
260 265 270 

Cys ser val ser Gin Asp Pro Phe Thr ser Leu His Glu Phe Leu Asp 
275 280 285 

Trp Arg Lys Met Lys Leu Leu Pro Arg Lys Ser His Asp Asn Ala Gin 
290 295 300 

Leu val ser Gly val Tyr Phe Gin Gly Thr Thr lie Gly Met Ala Pro 
305 310 315 320 

lie Met Ser Met Cys Thr Ala Asp Gin ser Gly Gly lie Val Met Asp 
325 330 335 

His Ser Asp Asn Pro Leu Gly Ala Ala val Thr Leu Ala His Glu Leu 
340 345 350 

Gly His Asn Phe Gly Met Asn His Asp Thr Leu Asp Arg Gly Cys Ser 
355 360 365 

Cys Gin Met Ala Val Glu Lys Gly Gly Cys lie Met Asn Ala Ser Thr 
370 375 380 

Gly Tyr Pro Phe Pro Met val Phe Ser ser cys Ser Arg Lys Asp Leu 
385 390 395 400 

Glu Thr ser Leu Glu Lys Gly Met Gly val Cys Leu Phe Asn Leu Pro 
405 410 415 

Glu val Arg Glu ser Phe Gly Gly Gin Lys Cys Gly Asn Arg Phe val 
420 425 430 
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Glu Glu Gly Glu Glu Cys Asp cys Gly Glu Pro Glu Glu Cys Met Asn 
435 440 445 

Arg cys Cys Asn Ala Thr Thr cys Thr Leu Lys Pro Asp Ala val Cys 
450 455 460 

Ala His Gly Leu Cys Cys Glu Asp cys Gin Leu Lys Pro Ala Gly Thr 
465 470 475 480 

Ala Cys Arg Asp Ser Ser Asn Ser Cys Asp Leu Pro Glu Phe Cys Thr 
485 490 495 

Gly Ala ser Pro His Cys Pro Ala Asn val Tyr Leu His Asp Gly His 
500 505 510 

Ser Cys Gin Asp val Asp Gly Tyr Cys Tyr Asn Gly lie Cys Gin Thr 
515 520 525 

His Glu Gin Gin Cys Val Thr Leu Trp Gly Pro Gly Ala Lys Pro Ala 
530 535 540 

pro Gly lie Cys Phe Glu Arg val Asn ser Ala Gly Asp Pro Tyr Gly 
545 550 555 560 

Asn cys Gly Lys val ser Lys Ser ser Phe Ala Lys Cys Glu Met Arg 
565 570 575 

Asp Ala Lys Cys Gly Lys lie Gin Cys Gin Gly Gly Ala Ser Arg Pro 
580 585 590 

val lie Gly Thr Asn Ala val Ser He Glu Thr Asn lie Pro Leu Gin 
595 600 605 

Gin Gly Gly Arg lie Leu Cys Arg Gly Thr His val Tyr Leu Gly Asp 
610 615 620 

Asp Met Pro Asp Pro Gly Leu val Leu Ala Gly Thr Lys Cys Ala Asp 
625 630 635 640 

Gly Lys lie Cys Leu Asn Arg Gin Cys Gin Asn lie Ser val Phe Gly 
645 650 655 

val His Glu cys Ala Met Gin Cys His Gly Arg Gly val Cys Asn Asn 
660 665 670 

Arg Lys Asn Cys His cys Glu Ala His Trp Ala Pro Pro Phe Cys Asp 
675 680 685 

Lys Phe Gly Phe Gly Gly Ser Thr Asp Ser Gly Pro lie Arg Gin Ala 
690 695 700 
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Asp Asn Gin Gly Leu Thr lie Gly lie Leu val Thr lie Leu Cys Leu 
705 710 715 720 

Leu Ala Ala Gly Phe val Val Tyr Leu Lys Arg Lys Thr Leu lie Arg 
725 730 735 

Leu Leu Phe Thr Asn Lys Lys Thr Thr lie Glu Lys Leu Arg cys Val 
740 745 750 

Arg Pro ser Arg Pro Pro Arg Gly Phe Gin Pro Cys Gin Ala His Leu 
755 760 765 

Gly His Leu Gly Lys Gly Leu Met Arg Lys Pro Pro Asp Ser Tyr Pro 
770 775 780 

Pro Lys Asp Asn Pro Arg Arg Leu Leu Gin cys Gin Asn val Asp lie 
785 790 795 800 

Ser Arg Pro Leu Asn Gly Leu Asn val Pro Gin Pro Gin Ser Thr Gin 
805 810 815 

Arg Val Leu Pro Pro Leu His Arg Ala Pro Arg Ala Pro ser Val Pro 
820 825 830 

Ala Arg Pro Leu Pro Ala Lys Pro Ala Leu Arg Gin Ala Gin Gly Thr 
835 840 845 

Cys Lys Pro Asn Pro Pro Gin Lys Pro Leu Pro Ala Asp Pro Leu Ala 
850 855 860 

Arg Thr Thr Arg Leu Thr His Ala Leu Ala Arg Thr Pro Gly Gin Trp 
865 870 875 880 

Glu Thr Gly Leu Arg Leu Ala Pro Leu Arg Pro Ala Pro Gin Tyr Pro 
885 890 895 

His Gin val Pro Arg Ser Thr His Thr Ala Tyr lie Lys 
900 905 

<210> 3 

<211> 3328 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 
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<400> 3 
cactaacgct 


cttcctagtc 


cccgggccaa 


ctcggacagt ttgctcattt 


attgcaacgg 


60 


tcaaggctgg 


cttgtgccag 


aacggcgcgc 


gcgcgacgca cgcacacaca 


cggggggaaa 


120 


cttttttaaa 


aatgaaaggc 


tagaagagct 


cagcggcggc gcgggccgtg 


cgcgagggct 


180 


ccggagctga 


ctcgccgagg 


caggaaatcc 


ctccggtcgc gacgcccggc 


cccgctcggc 


240 


gcccgcgtgg 


gatggtgcag 


cgctcgccgc 


cgggcccgag agctgctgca 


ctgaaggccg 


300 


gcgacg atg 
Met 
1 


gca gcg cgc ccg ctg ccc gtq tec ccc gcc cgc 
Ala Ala Arg Pro Leu Pro val ser Pro Ala Arg 
5 10 


gcc etc 
Ala Leu 


348 



ctg etc gcc ctg gee ggt get ctg etc gcg ccc tgc gag gcc ega gqg 396 

Leu Leu Ala Leu Ala Giy Ala Leu Leu Ala Pro Cys Glu Ala Arg Gly 

15 20 25 30 

gtq age tta tgg aac gaa gqa aga get gat gaa gtt gtc agt gcc tet 444 

val ser Leu Trp Asn Glu Gly Arg Ala Asp Glu val val ser Ala Ser 
35 40 45 

gtt egg agt gqg gac etc tgg ate eca gtq aag age ttc gae tee aag 492 

val Arg Ser Gly Asp Leu Trp lie Pro Val Lys Ser Phe Asp ser Lys 
50 55 60 

aat cat eca gaa gtq ctg aat att cga eta caa egg gaa age aaa gaa 540 

Asn His Pro Glu vaT Leu Asn lie Arg Leu Gin Arg Glu ser Lys Glu 
65 70 75 

ctg ate ata aat ctg gaa aga aat gaa ggt etc att gee age agt ttc 588 

Leu lie lie Asn Leu Glu Arg Asn Glu Gly Leu lie Ala ser ser Phe 
80 85 90 

aeg gaa ace eac tat ctg caa gac ggt act gat gtc tee etc get cga 636 

Thr Glu Thr His Tyr Leu Gin Asp Gly Thr Asp val Ser Leu Ala Arg 

95 100 105 110 

aat tac acg gta att ctg ggt eac tgt tac tac cat gqa eat gta egg 684 

Asn Tyr Thr Val lie Leu Gly His Cys Tyr Tyr His Gly His val Arg 
115 120 125 

gqa tat tet gat tea gca gtc agt etc age aeg tgt tet ggt etc agg 732 

Gly Tyr Ser Asp Ser Ala val Ser Leu Ser Thr Cys Ser Gly Leu Arg 
130 135 140 

gga ett att gtg ttt gaa aat gaa age tat gtc tta gaa eca atg aaa 780 

Gly Leu lie val Phe Glu Asn Glu Ser Tyr val Leu Glu Pro Met Lys 
145 150 155 

agt gca ace aac aga tac aaa etc ttc eca gcg aag aag ctg aaa age 828 

Ser Ala Thr Asn Arg Tyr Lys Leu Phe Pro Ala Lys Lys Leu Lys Ser 
160 165 170 

gtc egg gga tea tgt gga tea cat cac aac aca eca aac etc get gca 876 

val Arg Giy ser Cys Gly Ser His His Asn Thr Pro Asn Leu Ala Ala 

175 180 185 190 

aag aat gtg ttt eca eca ccc tet eag aca tgg gca aga agg eat aaa 924 
Lys Asn val Phe Pro Pro Pro Ser Gin Thr Trp Ala Arg Arg His Lys 
195 200 205 
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aga gag acc etc aag gca act aag tat gtg gag ctg gtg ate gtq gca 
Arg Glu Thr Leu Lys Ala Thr Lys Tyr val Glu Leu val lie val Ala 
210 215 220 



ctg aac att egg ate gtg ttg gta gqe gtg gaa gtq tgg aat gac atg 
Leu Asn lie Arg lie Val Leu Val Gly Val Glu Val Trp Asn Asp Met 
255 260 265 270 



gac ttg gag acc age ctg gag aaa gga atg ggg gtq tgc ctg ttt aac 
Asp Leu Glu Thr ser Leu Glu Lys Gly Met Gly val Cys Leu Phe Asn 
400 405 410 



ttt gtq gaa gaa gga gag gag tgt gac tgt ggg gag eca gag gaa tgt 
Phe val Glu Glu Gly Glu Glu Cys Asp cys Gly Glu Pro Glu Glu cys 
435 440 445 



972 



gac aac ega gag ttt cag agg eaa gga aaa gat ctg gaa aaa gtt aag 1020 

Asp Asn Arg Glu Phe Gin Arg Gin Gly Lys Asp Leu Glu Lys val Lys 

225 230 235 

cag ega tta ata gag att get aat cac gtt gac aag ttt tac aga eca 1068 

Gin Arg Leu lie Glu lie Ala Asn His val Asp Lys Phe Tyr Arg Pro 

240 245 250 



1116 



gac aaa tgc tet gta agt cag gac eca ttc acc age etc eat gaa ttt 1164 

Asp Lys Cys Ser val ser Gin Asp Pro Phe Thr Ser Leu His Glu Phe 

275 280 285 

ctg gac tgg agg aag atg aag ctt eta ect egc aaa tee eat gac aat 1212 

Leu Asp Trp Arg Lys Met Lys Leu Leu Pro Arg Lys Ser His Asp Asn 

290 295 300 

geg cag ett gte agt ggg gtt tat ttc eaa ggg ace ace ate ggc atg 1260 

Ala Gin Leu Val Ser Gly val Tyr Phe Gin Gly Thr Thr lie Gly Met 

305 310 315 

gee eca ate atg age atg tgc aeg gca gac cag tet ggg gga att gte 

Ala Pro lie Met Ser Met Cys Thr Ala Asp Gin ser Gly Gly lie val 
320 325 330 

atg gac cat tea gac aat ccc ctt ggt gca gee gtg acc ctg gca eat 

Met Asp His Ser Asp Asn Pro Leu Gly Ala Ala val Thr Leu Ala His 

335 340 345 350 



1308 



1356 



gag ctg ggc cac aat ttc ggg atg aat cat gac aca ctg gac agg ggc 1404 

Glu Leu Gly His Asn Phe Gly Met Asn His Asp Thr Leu Asp Arg Gly 

355 360 365 

tgt age tgt eaa atg geg gtt gag aaa gga ggc tgc ate atg aac get 1452 

Cys ser cys Gin Met Ala val Glu Lys Gly Gly cys lie Met Asn Ala 

370 375 380 

tec ace ggg tac eca ttt ccc atg gtg ttc age agt tgc age agg aag 1500 

ser Thr Gly Tyr Pro Phe Pro Met val Phe Ser ser Cys Ser Arg Lys 

385 390 395 



1548 



ctg ccg gaa gte agg gag tet ttc ggg ggc cag aag tgt ggg aac aga 1596 
Leu Pro Glu val Arg Glu ser Phe Gly Gly Gin Lys Cys Gly Asn Arg 
415 420 425 430 



1644 



atg aat egc tgc tgc aat gee acc acc tgt acc ctg aag ccg gac get 1692 

Met Asn Arg Cys Cys Asn Ala Thr Thr Cys Thr Leu Lys Pro Asp Ala 
450 455 460 

gtq tgc gca cat ggg ctg tgc tgt gaa gac tgc cag ctg aag ect gca 1740 

Val Cys Ala His Gly Leu Cys Cys Glu Asp Cys Gin Leu Lys Pro Ala 

465 470 475 
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gqa aca gcg tgc agg gac tec age aac tec tgt gac etc cca gag tte 1788 

Gly Thr Ala cys Arg Asp Ser ser Asn Ser Cys Asp Leu Pro Glu Phe 

480 485 490 

tgc aca ggg gee age cet cac tgc cca gee aac gtg tac ctg cac gat 1836 

Cys Thr Gly Ala Ser Pro His Cys Pro Ala Asn val Tyr Leu His Asp 

495 500 505 510 

ggg cac tea tgt cag gat gtg gac ggc tac tgc tac aat ggc ate tgc 1884 

Gly His ser cys Gin Asp val Asp Gly Tyr Cys Tyr Asn Gly lie cys 

515 520 525 

cag act cac gag cag cag tgt gtc aca etc tgg gga cca ggt get aaa 1932 

Gin Thr His Glu Gin Gin Cys Val Thr Leu Trp Gly Pro Gly Ala Lys 

530 535 540 

ect gcc cct ggg ate tgc ttt gag aga gtc aat tet gca ggt gat cet 1980 

Pro Ala Pro Gly lie Cys Phe Glu Arg Val Asn Ser Ala Giy Asp Pro 

545 550 555 

tat ggc aac tgt ggc aaa gtc teg aag agt tee ttt gee aaa tgc gag 2028 

Tyr Gly Asn Cys Gly Lys Val Ser Lys Ser ser Phe Ala Lys Cys Glu 

560 565 570 

atg aga gat get aaa tgt gga aaa ate cag tgt caa gga ggt gee age 2076 

Met Arg Asp Ala Lys Cys Gly Lys lie Gin cys Gin Gly Gly Ala ser 

575 580 585 590 

egg cca gtc att ggt ace aat gee gtt tee ata gaa aca aac ate cec 2124 

Arg Pro val lie Gly Thr Asn Ala val ser lie Glu Thr Asn lie Pro 

595 600 605 

ctg cag caa gga ggc egg att ctg tgc egg ggg ace cac gtg tac ttg 2172 

Leu Gin Gin Gly Gly Arg lie Leu Cys Arg Gly Thr His Val Tyr Leu 

610 615 620 

ggc gat gac atg eeg gac cca ggg ett gtg ett gca ggc aca aag tgt 2220 

Gly Asp Asp Met Pro Asp Pro Gly Leu vaT Leu Ala Gly Thr Lys cys 

625 630 635 

gca gat gga aaa ate tgc ctg aat egt caa tgt caa aat att agt gtc 2268 

Ala Asp Gly Lys lie Cys Leu Asn Arg Gin Cys Gin Asn lie Ser val 

640 645 650 

ttt ggg gtt cac gag tgt gca atg cag tgc cac ggc aga ggg gtg tgc 2316 

Phe Gly val His Glu cys Ala Met Gin Cys His Gly Arg Gly val Cys 

655 660 665 670 

aac aac agg aag aac tgc cac tgc gag gee cac tgg gca cet cec tte 2364 

Asn Asn Arg Lys Asn cys His Cys Glu Ala His Trp Ala Pro Pro Phe 

675 680 685 

tgt gac aag ttt ggc ttt gga gga age aca gac age ggc cec ate egg 2412 

Cys Asp Lys Phe Gly Phe Gly Gly ser Thr Asp ser Gly Pro lie Arg 

690 695 700 

caa gca gaa gca agg cag gaa get gca gag tec aac agg gag cgc ggc 2460 

Gin Ala Glu Ala Arg Gin Glu Ala Ala Glu Ser Asn Arg Glu Arg Gly 

705 710 715 

cag ggc cag gag cec gtg gga teg cag gag cat gcg tct act gcc tea 2508 

Gin Gly Gin Glu Pro Val Gly Ser Gin Glu His Ala Ser Thr Ala Ser 

720 725 730 

ctg aca etc ate tga gecctcceat gaeatggaga ccgtgaccag tgctgctgca 2563 

Leu Thr Leu lie 

735 
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L.ycy Ll_V-i.l-Cl 


dyy LCC Ly 


xy acxyy cay 


Cat xyact c L 


y Lyyc L L Ly c 






d. Ly aucla.v.Giy 


a Q. cl C cl d. C cl C a. 


^ +■ f fy ft ft ft 

g^^cxcyyyy 


cxcayyayyy 


^ ^ "5 ft ^ f f ft f 

yaay Lccayc 






yy^c Ly Cciya 


cicicciy uy caa 


ggaagggcag 


fft^ ^ ^ /~ /~ ^ f% 
cyac L lcc xg 


g L ugagc lxc 


Z / *f 3 




xyyacaxyc L 


Lcayxyc uyc 


xccxgagaga 


g xagcaggr L 


accac lc ugg 






ccc uycayca 


agyaygaaga 


ggac L.caaaa 


^^ftft f^ f +■ 

g lc rggcc L L 


Lcacrgagcc 


ZoD3 


TCCctCdyCay 


Tgggggagaa 


gcaaggg Lxg 


ggcccagtg't 


CCCC't't'tCCC 


cag'tgacacc 




TCCgcc Luyy 


M| JM (Am M| «A» 

cagccc ugax 


gacxgg lClc 


uggcxgcaac 


LxaaLgcuCu 


gauarggc rr 






L LaLaxgaaa 


a xagcagggx 


u Lxag L L ltx 


aar rraLcag 


agacccugcc 


3 A/I 3 


acccattcca 


tctccatcca 


agcaaactga 


atggcattga 


aacaaactgg 


agaagaaggt 


3103 


aggagaaagg 


gcggtgaact 


ctggctcttt 


gctgtggaca 


tgcgtgacca 


gcagtactca 


3163 


ggtttgaggg 


tttgcagaaa 


gccagggaac 


ccacagagtc 


accaaccctt 


catttaacaa 


3223 


gtaagaatgt 


taaaaagtga 


aaacaatgta 


agagcctaac 


tccatccccc 


gtggccatta 


3283 


ctgcataaaa 


atagagtgca 


ttttgaaata 


aaaaaaaaaa 


aaaaa 




3328 



<210> 4 

<211> 738 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Ala Ala Arg Pro Leu Pro val ser Pro Ala Arg Ala Leu Leu Leu 
15 10 15 

Ala Leu Ala Gly Ala Leu Leu Ala Pro Cys Glu Ala Arg Gly val Ser 
20 25 30 

Leu Trp Asn Glu Gly Arg Ala Asp Glu val val Ser Ala Ser val Arg 
35 40 45 

Ser Gly Asp Leu Trp lie Pro val Lys Ser Phe Asp Ser Lys Asn His 
50 55 60 

Pro Glu val Leu Asn lie Arg Leu Gin Arg Glu Ser. Lys Glu Leu lie 
65 70 75 80 

lie Asn Leu Glu Arg Asn Glu Gly Leu lie Ala Ser ser Phe Thr Glu 
85 90 95 

Thr His Tyr Leu Gin Asp Gly Thr Asp val Ser Leu Ala Arg Asn Tyr 
100 105 110 
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Thr val lie Leu Gly His Cys Tyr Tyr His Gly His val Arg Gly Tyr 
115 120 125 

Ser Asp Ser Ala val Ser Leu Ser Thr Cys Ser Gly Leu Arg Gly Leu 
130 135 140 

lie val Phe Glu Asn Glu Ser Tyr val Leu Glu Pro Met Lys Ser Ala 
145 150 155 160 

Thr Asn Arg Tyr Lys Leu Phe Pro Ala Lys Lys Leu Lys Ser val Arg 
165 170 175 

Gly Ser Cys Gly Ser His His Asn Thr Pro Asn Leu Ala Ala Lys Asn 
180 185 190 

val Phe Pro Pro Pro Ser Gin Thr Trp Ala Arg Arg His Lys Arg Glu 
195 200 205 

Thr Leu Lys Ala Thr Lys Tyr val Glu Leu val lie val Ala Asp Asn 
210 215 220 

Arg Glu Phe Gin Arg Gin Gly Lys Asp Leu Glu Lys val Lys Gin Arg 
225 230 235 240 

Leu lie Glu lie Ala Asn His val Asp Lys Phe Tyr Arg Pro Leu Asn 
245 250 255 

lie Arg lie val Leu val Gly val Glu val Trp Asn Asp Met Asp Lys 
260 265 270 

Cys Ser val ser Gin Asp Pro Phe Thr Ser Leu His Glu Phe Leu Asp 
275 280 285 

Trp Arg Lys Met Lys Leu Leu Pro Arg Lys Ser His Asp Asn Ala Gin 
290 295 300 

Leu val ser Gly val Tyr Phe Gin Gly Thr Thr lie Gly Met Ala Pro 
305 310 315 320 

lie Met Ser Met cys Thr Ala Asp Gin Ser Gly Gly lie val Met Asp 
325 330 335 

His Ser Asp Asn Pro Leu Gly Ala Ala val Thr Leu Ala His Glu Leu 
340 345 350 

Gly His Asn Phe Gly Met Asn His Asp Thr Leu Asp Arg Gly cys Ser 
355 360 365 

cys Gin Met Ala val Glu Lys Gly Gly Cys lie Met Asn Ala Ser Thr 
370 375 380 
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Gly Tyr Pro Phe Pro Met val Phe Ser Ser cys ser Arg Lys Asp Leu 
385 390 395 400 

Glu Thr ser Leu Glu Lys Gly Met Gly val cys Leu Phe Asn Leu Pro 
405 410 415 

Glu val Arg Glu Ser Phe Gly Gly Gin Lys Cys Gly Asn Arg Phe val 
420 425 430 

Glu Glu Gly Glu Glu Cys Asp Cys Gly Glu Pro Glu Glu Cys Met Asn 
435 440 445 

Arg Cys Cys Asn Ala Thr Thr Cys Thr Leu Lys Pro Asp Ala val Cys 
450 455 460 

Ala His Gly Leu Cys Cys Glu Asp Cys Gin Leu Lys Pro Ala Gly Thr 
465 470 475 480 

Ala Cys Arg Asp ser Ser Asn Ser Cys Asp Leu Pro Glu Phe Cys Thr 
485 490 495 

Gly Ala ser Pro His cys Pro Ala Asn Val Tyr Leu His Asp Gly His 
500 505 510 

Ser Cys Gin Asp val Asp Gly Tyr cys Tyr Asn Gly lie Cys Gin Thr 
515 520 525 

His Glu Gin Gin Cys val Thr Leu Trp Gly Pro Gly Ala Lys Pro Ala 
530 535 540 

Pro Gly lie cys Phe Glu Arg val Asn ser Ala Gly Asp Pro Tyr Gly 
545 550 555 560 

Asn Cys Gly Lys val ser Lys Ser Ser Phe Ala Lys Cys Glu Met Arg 
565 570 575 

Asp Ala Lys Cys Gly Lys lie Gin Cys Gin Gly Gly Ala Ser Arg Pro 
580 585 590 

val lie Gly Thr Asn Ala val Ser He Glu Thr Asn lie Pro Leu Gin 
595 600 605 

Gin Gly Gly Arg lie Leu Cys Arg Gly Thr His val Tyr Leu Gly Asp 
610 615 620 

Asp Met Pro Asp Pro Gly Leu Val Leu Ala Gly Thr Lys Cys Ala Asp 
625 630 635 640 

Gly Lys lie Cys Leu Asn Arg Gin cys Gin Asn lie Ser val Phe Gly 
645 650 655 
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val His Glu Cys Ala Met Gin Cys His Gly Arg Gly val Cys Asn Asn 
660 665 670 

Arg Lys Asn Cys His Cys Glu Ala His Trp Ala Pro Pro Phe Cys Asp 
675 680 685 

Lys Phe Gly Phe Gly Gly Ser Thr Asp Ser Gly Pro lie Arg Gin Ala 
690 695 700 

Glu Ala Arg Gin Glu Ala Ala Glu Ser Asn Arg Glu Arg Gly Gin Gly 
705 710 715 720 

Gin Glu Pro val Gly Ser Gin Glu His Ala ser Thr Ala ser Leu Thr 
725 730 735 

Leu lie 

<210> 5 

<211> 2642 

<212> DNA 

<213> Homo sapiens 



<400> 5 
taaccaaggt 


ttaaccatag 


gaattctggt 


gaccatcctg 


tgtcttcttg 


ctgccggatt 


60 


tgtggtttat 


ctcaaaagga 


agaccttgat 


acgactgctg 


tttacaaata 


agaagaccac 


120 


cattgaaaaa 


ctaaggtgtg 


tgcgcccttc 


ccggccaccc 


cgtggcttcc 


aaccctgtca 


180 


ggctcacctc 


ggccaccttg 


gaaaaggcct 


gatgaggaag 


ccgccagatt 


cctacccacc 


240 


gaaggacaat 


cccaggagat 


tgctgcagtg 


tcagaatgtt 


gacatcagca 


gacccctcaa 


300 


cggcctgaat 


gtccctcagc 


cccagtcaac 


tcagcgagtg 


cttcctcccc 


tccaccgggc 


360 


cccacgtgca 


cctagcgtcc 


ctgccagacc 


cctgccagcc 


aagcctgcac 


ttaggcaggc 


420 


ccaggggacc 


tgtaagccaa 


acccccctca 


gaagcctctg 


cctgcagatc 


ctctggccag 


480 


aacaactcgg 


ctcactcatg 


ccttggccag 


gaccccagga 


caatgggaga 


ctgggctccg 


540 


cctggcaccc 


ctcagacctg 


ctccacaata 


tccacaccaa 


gtgcccagat 


ccacccacac 


600 


cgcctatatt 


aagtgagaag 


ccgacacctt 


ttttcaacag 


tgaagacaga 


agtttgcact 


660 


atctttcagc 


tccagttgga 


gttttttgta 


ccaactttta 


ggattttttt 


taatgtttaa 


720 


aacatcatta 


ctataagaac 


tttgagctac 


tgccgtcagt 


gctgtgctgt 


gctatggtgc 


780 


tctgtctact 


tgcacaggta 


cttgtaaatt 


attaatttat 


gcagaatgtt 


gattacagtg 


840 


cagtgcgctg 


tagtaggcat 


ttttaccatc 


actgagtttt 


ccatggcagg 


aaggcttgtt 


900 


gtgcttttag 


tattttagtg 


aacttgaaat 


atcctgcttg 


atgggattct 


ggacaggatg 


960 


tgtttgcttt 


ctgatcaagg 


ccttattgga 


aagcagtccc 


ccaactaccc 


ccagctgtgc 


1020 
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L L a L y y L d. 1. 1- 


ana"t"n/~aor"'t~ 
dyo LyL.ay v_ l 




^aay Layaa l 


V. L^ay I. LyaL 


i.i.i-\.i-yyai.i. 


1 ORO 


(.\.L.l.ci Li. Ll.ci 


y y V- V-Ciy ay 




ayy i.^v.ciyy^ 


^y ^y ^ ^ ^yy^ 


1. 1. i.v.ayyyciy 




r\r~ f ry-^- r\f c 

yv-ctuy tyci- 


L.^ L Lyd^ddL. 


Lyycdyycdy 


yL. LL.i«L«dyyy 


a^a^^ L.yyya 


n a a a i" f-i" nn f 
yacia ll. Lyy\. 


1 700 


L Lyyccdy 


n a a n "t* fi ri 
yddy c L L Lyy 


Lydyddc^ uy 


yy L Ly L.cLydL. 


dy yda Li. L Ld 


dyy Ly Ld,yL.L. 




av-aCCayyaL 


a nan a c^r\r\zk 
d.ydydc Lyyd. 


a^a^+'anar'a 
dCdc Ld.yd.cci 


dy ccdyddc l 


Lyd^^^ Lydy 


\^ LyGi^L.ay^^ 


1 ^70 


y Lyciyca uy L 


xxyyddyyyy 


tctgtagtgt 


cactcaaggc 


yy ^y c l Lyd l 


anaaa^nr*r*a 
dycid.d Ly ccd 


1 ^RO 


ctyCcLC L LX 


■I- "t- i- I- r" n /~ "t- n 

XX Lcxcycxy 


tcctttctag 


agcactgcca 


ccdy Ldyy l l 


a 1- 1" i" a n r* 1-1- n 
d L L Ldyc L Ly 


1 AAO 


ggaaagg xyy 


xyxxxcxyxa 


agaaacctac 


tgcccaggca 


cxycdddccy 


CCdCCXCCCX 


J-DL/U 


a Lacxyc LXy 


rtan/"'^nan/"a 

ydy c xy dy cd. 


aatcaccaca 


aactgtaata 


#"a a +TI a 

Cdd Ly d LCC L 


ri1"a1"1-<^ana^ 
y Lci L LCciycic 




agaxgagyac 


xxxccdxyyy 


accacaacta ttttcagatg 


■t"naa/*^a*t"1~a 
LyddCCd L Ld 


a^^ana1~/~"t"a 
dCCdydXC Ld. 




g LCdauCaag 


xcxgxxxdCx 


gcaaggttca 


acttattaac 


daxxagy cay 


dCXCXXXdXy 




C LXgCaaaaa 


^^a*"aa^rf~aa 
CXdCdaCCda 


tggaatgtga 


tgttcatggg 


+"a+'an+'^/"a^ 
Ld. Ldy L LCd, L 


y LC Lyc Ld LC 


X/ *tL/ 


3 -t- i- a 1- i- r- n 1- a 


na^a^^/i/^a^ 

ydXaxxyyac 


aaagaacctt: 




r* a 1- r- <" 1- r- 1- i- -1- 
Cd LCCLCLLL 


f- f a^1~"t"n 
L LCCcldC L Ly 


1 Ron 


yc Ly Cdyyad 


^^^^^aaaart 
XCXXXadady 


atgcttttaa 


cagagtctga 


a r- r- 1- a -M- 1- r- 1- 
dCCLdLLLCL 


^aaa^a/"^^^ 
LdddCdC L Ly 


1 Rf^n 

XOOl/ 




yxxyayccixc 


acagaatgtg 


ataaggaaat 


Cd.dC L Ly C L L 


a ^ r"a a c^'^ c 
d LCddC L LCC 


1 Q7n 

XZ7^u 


Lddd Ld u ud X 


yayaxyxyyc 


ttgggcagca 


tccccttgaa 


C LC L LCd,C LC 


^^^aaa^n^^ 
L LCd.d.d Ly CC 


1 QRO 


Ly dc Layyyd 


y CCd Ly L L LL. 


acaaggtctt 


taaagtgact 


dd Lyy L.d Lyoi 


yoidd LdL.dd.ci 


7040 

^\/*TLr 


aa^a *~^/~ana 
dd UdC LCayd 


^aann'f'aaaa 
XddyyXdddd 


tgccatgatg 


cctctgtctt 


c Lyydc Lyy l 


1- 1- 1- a r* a 1- 1- a 
L L LCdCd L Ld 


71 no 


na a/ia/~a a^^ 
ycLdydCdd L L 


rta^aa^ant"^ 

ydCddCdyxx 


acataattca 


ctctgagtgt 


^^+"a"t"rianaa 
L L Ld Lydydd 


a n r~ /~1- 1- r"1- 1- 1- 
dy CC L LC L L L 


71 fiO 


x.yy yy Li-ddc 


a n 1- "1- 1- 1- #" r* 1- a 

dyxxxxccxd 


tgctttgaaa 


cagaaaaata 


+"fi't"a/"^aa^a 
Ly Ld.CCddy d 


a 1- r- 1- 1- n n 1- 1- 1- 
dLCLLyyLLL 


7770 


/^/~^'t"1"/~r"ana 
yi.\-LLi.l.dyd 


aaa^aaaa /~"t" 
dddCdddd.C L 


gcatttcact 


ttcccggtgt 


"X i~ f~ t~ f~ f~ "Y" rx"^ 
LCCCCdC Ly L 


a1"r~1~artnr'aa 
dLC LdyyCdd 


77RO 

iC. ^ o w 


CclXa.yLd.XLC 


aLydC Ldxyy 


ataaactaaa 


cacgtgacac 


aaa/~a/~a/~a/~ 
addCaCdCdC 


aaaan/^/^aa/~ 

dcLddy y y ddc 


7^40 


CCdgCXCXdd 


xacax Lccaa 


ctcgtatagc 


atgcatctgt 


X xa xxcxa xa 


gxxaxxaagx 


9 Ann 


tctttaaaat 


gtaaagccat 


gctggaaaat 


aatactgctg 


agatacatac 


agaattactg 


2460 


taactgatta 


cacttggtaa 


ttgtactaaa 


gccaaacata 


tatatactat 


taaaaaggtt 


2520 


tacagaattt 


tatggtgcat 


tacgtgggca 


ttgtcttttt 


agatgcccaa 


atccttagat 


2580 


ctggcatgtt 


agcccttcct 


ccaattataa 


gaggatatga 


accaaaaaaa 


aaaaaaaaaa 


2640 


aa 












2642 



<210> 6 

<211> 205 

<212> PRT 

<213> Homo sapiens 
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<400> 6 

Asp Asn Gin Gly Leu Thr lie Gly lie Leu val Thr lie Leu Cys Leu 
15 10 15 

Leu Ala Ala Gly Phe val val Tyr Leu Lys Arg Lys Thr Leu lie Arg 
20 25 30 

Leu Leu Phe Thr Asn Lys Lys Thr Thr lie Glu Lys Leu Arg cys val 
35 40 45 

Arg Pro Ser Arg Pro Pro Arg Gly Phe Gin Pro Cys Gin Ala His Leu 
50 55 60 

Gly His Leu Gly Lys Gly Leu Met Arg Lys Pro Pro Asp ser Tyr Pro 
65 70 75 80 

Pro Lys Asp Asn Pro Arg Arg Leu Leu Gin cys Gin Asn val Asp lie 
85 90 95 

Ser Arg Pro Leu Asn Gly Leu Asn val Pro Gin Pro Gin Ser Thr Gin 
100 105 110 

Arg val Leu Pro Pro Leu His Arg Ala Pro Arg Ala Pro Ser val Pro 
115 120 125 

Ala Arg Pro Leu Pro Ala Lys Pro Ala Leu Arg Gin Ala Gin Gly Thr 
130 135 140 

Cys Lys Pro Asn Pro Pro Gin Lys Pro Leu Pro Ala Asp Pro Leu Ala 
145 150 155 160 

Arg Thr Thr Arg Leu Thr His Ala Leu Ala Arg Thr Pro Gly Gin Trp 
165 170 175 

Glu Thr Gly Leu Arg Leu Ala Pro Leu Arg Pro Ala Pro Gin Tyr Pro 
180 185 190 

His Gin val Pro Arg ser Thr His Thr Ala Tyr lie Lys 
195 200 205 

<210> 7 

<211> 908 

<212> DNA 

<213> Homo sapiens 



<400> 7 

agcaaggcag gaagctgcag agtccaacag ggagcgcggc cagggccagg agcccgtggg 

atcgcaggag catgcgtcta ctgcctcact gacactcatc tgagccctcc catgacatgg 
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agaccgtgac cagtgctgct gcagaggagg tcacgcgtcc ccaaggcctc ctgtgactgg 180 

cagcattgac tctgtggctt tgccatcgtt tccatgacaa cagacacaac acagttctcg 240 

gggctcagga ggggaagtcc agcctaccag gcaggtctgc agaaacagtg caaggaaggg 300 

cagcgacttc ctggttgagc ttctgctaaa acatggacat gcttcagtgc tgctcctgag 360 

agagtagcag gttaccactc tggcaggccc cagccctgca gcaaggagga agaggactca 420 

aaagtctggc ctttcactga gcctccacag cagtggggga gaagcaaggg ttgggcccag 480 

tgtccccttt ccccagtgac acctccgcct tggcagccct gatgactggt ctctggctgc 540 

aacttaatgc tctgatatgg cttttagcat ttattatatg aaaatagcag ggttttagtt 600 

tttaatttat cagagaccct gccacccatt ccatctccat ccaagcaaac tgaatggcat 660 

tgaaacaaac tggagaagaa ggtaggagaa agggcggtga actctggctc tttgctgtgg 720 

acatgcgtga ccagcagtac tcaggtttga gggtttgcag aaagccaggg aacccacaga 780 

gtcaccaacc cttcatttaa caagtaagaa tgttaaaaag tgaaaacaat gtaagagcct 840 

aactccatcc cccgtggcca ttactgcata aaaatagagt gcattttgaa ataaaaaaaa 900 

aaaaaaaa 908 

<210> 8 

<211> 34 

<212> PRT 

<213> Homo sapiens 



<400> 8 

Glu Ala Arg Gin Glu Ala Ala Glu ser Asn Arg Glu Arg Gly Gin Gly 
15 10 15 

Gin Glu Pro val Gly Ser Gin Glu His Ala Ser Thr Ala Ser Leu Thr 
20 25 30 

Leu lie 



<210> 9 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 9 

cctgtgacct cccagagttc tgc 23 



Seite 19 
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<210> 10 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 10 

gaattcctat ggttaaacct tgg 

<210> 11 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 11 

cttgctgccg gatttgtggt ttat 

<210> 12 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 12 

agttgactgg ggctgaggga catt 

<210> 13 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc^feature 

<222> (15).. (15) 

<223> Mismatch (g instead of c) 

<400> 13 

ggactctgca gcttgctgcc ttg 



<210> 14 
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<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 14 

ggactctgca gcttcctgcc ttg 

<210> 15 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 15 

tcggggctca ggaggggaag t 

<210> 16 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 16 

ggctgccaag gcggaggtgt c 

<210> 17 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 17 

ggccgggtga tctttggtct cttc 

<210> 18 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 18 

cccggctgtc tgtcttggtg ctct 
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<210> 19 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 19 

ctgctgagat gggaaagggc t 

<210> 20 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 20 

ttcaggataa tcacctgagc a 
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